The genomic sequence was determined for Xanthomonas axonopodis pv. glycines strain 12609, isolated in Taiwan. Based on the genome sequence, we predicted the encoded genes, rRNA, tRNA, a plasmid sequence, secretion systems, cyclic GMP-and cyclic di-GMP-mediated pathways, and the gene cluster rpfABCHGDE (regulation of pathogenicity factor).
The gene cluster rpfABCHGDE (regulation of pathogenicity factor) is involved in the synthesis of diffusible signal factor, which is required for the production of virulence factors (13) . X. axonopodis pv. glycines 12609 also contained the rpf cluster but not rpfI, whose homolog in X. campestris pv. campestris encodes a regulatory protein for the production of protease and endoglucanase (14) . However, our plate assay indicated that the levels of these enzymes in X. axonopodis pv. glycines 12609 were as high as those in the virulent X. campestris pv. campestris strain 17 (15) , suggesting that their production in X. axonopodis pv. glycines is regulated differently.
Filamentous phage phiLf of X. campestris pv. campestris can integrate into the host chromosome by site-specific integration using the dif (deletion induced filamentation of chromosome) sequence as the attB site (16) . Prophages similar to phiLf are present in the genomes of X. axonopodis pv. glycines strain 8ra (8) 
